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SEQUENCE LISTING 

<110> Aventis Research & Technologies GmbH & Co KG 

<120> Nucleic Acid Which is Obtained from Tetrahymena and which Codes 
delta 6-Desaturase, the Production Thereof and Use 

<130> Banner & Witcoff Attorney Docket Number 005430.00002; National Phase 
Application of PCT/EPOO/08778 

<140> TBA 
<141> 2002-03-08 

<150> DE 19943270.8 
<151> 1999-09-10 

<160> 19 

<170> Patentin Ver. 2.1 

<210> 1 
<211> 1219 
<212> DNA 

<213> Tetrahymena thermophila 
<400> 1 

agtaagcaaa ctaaatttaa aaaacaagca ttatgggagt tgataagact taagaagaaa 60 
ttgttcttga aaataaaccc gaacttctca acgaatacaa atttatttac aaggatactg 120 
aatatgactg cactgaatat gctaaatcaa ataagcatcc tggcggtctt aatttcctca 180 
atttgtttat tgatgagaag taagatttga ctgaatattt cagaacactc cattctaagt 240 
aggctttgaa aattttaaaa tccttcccta agactggcgc aaaataagag gagactgaat 300 
cttcaaagag attctcaata ttaaagaaaa agcttaagca tttattcgaa ccaaactggc 360 
ctatcgaaat tggtttattc ttaactacct ttactttatt tgtcactgga tgtttgactc 420 
aaaagtggta tttctctatt ccccttcttg tcttaatgca aatcatcagt ggttggattg 480 
gtcactctat gaaccacaat cgtaacccta tattaagaaa attcgcttta gtctacgctc 540 
ctctttgtgg tggtttctct aataaatggt ggggtaggaa gcacaatcaa catcatatgt 600 
tcacaaacaa cattctaaag gacgaagata tctaacacga ttacaaattg tggtaattcc 660 



ccttcttatt tttaaagtgg aaattagact ccatcttagc ttcttattat gaatttgaag 720 
gaatcttcct tgccttgcac tgggtattat tattcaacta aaacttctat atcgtaattc 780 
tttctgaatt gattgctggt ttcttcagtg cttctattct tgttggaaat catgaaaatg 840 
aaatgaaatt cgaaagaaga atcactttac catttttcga acatcaaata gctgcaagca 900 
gaaactacgc tttccacgac atattctctc tacttattat gggtggtatg taatattaga 960 
ctgaacatca ctttttccca taaattcctt tctacagatt acccaaagct cgtgtcataa 1 020 
ttgctgaaga attaaagaag tggaacctta agattcatga aggacctatt tttgaaaaat 1080 
ctcacctttg aaaataaata aatttatttt aaatgcatat tttattagta atactaacaa 1 140 
ttgtaggaaa tgtgttatgg tttgtttact tattactttt taatctgaga aaacagtctt 1200 
aacaaaaaaa aaaaaaaaa 1219 

<210>2 
<211>352 
<212> PRT 

<213> Tetrahymena thermophila 
<400> 2 

Met Gly Val Asp Lys Thr Gin Glu GIu lie Val Leu Glu Asn Lys Pro 
1 5 10 15 

Glu Leu Leu Asn Glu Tyr Lys Phe lie Tyr Lys Asp Thr Glu Tyr Asp 
20 25 30 

Cys Thr Glu Tyr Ala Lys Ser Asn Lys His Pro Gly Gly Leu Asn Phe 
35 40 45 

Leu Asn Leu Phe lie Asp Glu Lys Gin Asp Leu Thr Glu Tyr Phe Arg 
50 55 60 

Thr Leu His Ser Lys Gin Ala Leu Lys lie Leu Lys Ser Phe Pro Lys 
65 70 75 80 

Thr Gly Ala Lys Gin Glu Glu Thr Glu Ser Ser Lys Arg Phe Ser lie 
85 90 95 

Leu Lys Lys Lys Leu Lys His Leu Phe Glu Pro Asn Trp Pro lie Glu 



100 105 110 

lie Gly Leu Phe Leu Thr Thr Phe Thr Leu Phe Val Thr Gly Cys Leu 
115 120 125 

Thr Gin Lys Trp Tyr Phe Ser lie Pro Leu Leu Val Leu Met Gin lie 
130 135 140 

lie Ser Gly Trp He Gly His Ser Met Asn IHis Asn Arg Asn Pro lie 
145 150 155 160 

Leu Arg Lys Phe Ala Leu Val Tyr Ala Pro Leu Cys Gly Gly Phe Ser 
165 170 175 

Asn Lys Trp Trp Gly Arg Lys His Asn Gin His His Met Phe Thr Asn 
180 185 190 

Asn lie Leu Lys Asp Glu Asp lie Gin His Asp Tyr Lys Leu Trp Gin 
195 200 205 

Phe Pro Phe Leu Phe Leu Lys Trp Lys Leu Asp Ser lie Leu Ala Ser 
210 215 220 

Tyr Tyr Glu Phe Glu Gly lie Phe Leu Ala Leu His Trp Val Leu Leu 
225 230 235 240 

Phe Asn Gin Asn Phe Tyr lie Val lie Leu Ser Glu Leu lie Ala Gly 
245 250 255 

Phe Phe Ser Ala Ser lie Leu Val Gly Asn His Glu Asn Glu Met Lys 
260 265 270 

Phe Glu Arg Arg lie Thr Leu Pro Phe Phe Glu His Gin lie Ala Ala 
275 280 285 

Ser Arg Asn Tyr Ala Phe His Asp lie Phe Ser Leu Leu lie Met Gly 
290 295 300 



Gly Met Gin Tyr Gin Thr Glu His His Phe Phe Pro Gin lie Pro Phe 
305 310 315 320 

Tyr Arg Leu Pro Lys Ala Arg Val lie lie Ala Glu Glu Leu Lys Lys 
325 330 335 

Trp Asn Leu Lys lie His Glu Gly Pro lie Phe Glu Lys Ser His Leu 
340 345 350 



<210>3 
<211>2492 
<212> DNA 

<213> Tetrahymena thermophila 
<400> 3 

taaaacgatt ataaatatca cacaaattaa accgaaaaag agttaaagtg ctaatattaa 60 
taatataatt tatctaaatt gaaagatggt tcaattaatt tgaaattatt ttgaagcaaa 1 20 
ataattcgat tcgtgtaaga tggaaattga aagaattaag gtttagaaaa gttctttttg 180 
taaaataata gagttaaagt caataaattt tatattacgt aaatcttaaa gtgtgcaaat 240 
gttatcatta acaattctaa atgatgcaaa atatttaaat tattaaaaat aatgatagtt 300 
aataaaatca atatttcata ataataataa ggtatctatc tatctatcaa tatttcaata 360 
aatattaatt aaaaggttat aaaataagta agcaaactaa atttaaaaaa caagcattat 420 
gggagttgat aagacttaag aagaaattgt tcttgaaaat aaacx^cgaac ttctcaacga 480 
atacaaattt atttacaagg atactgaata tgactgcact gaatatgcta aatcaaataa 540 
gcatcctggc ggtcttaatt toctcaattt gtttattgat gagaagtaag atttgactga 600 
atatttcaga acactccatt ctaagtaggc tttgaaaatt ttaaaatcct tccctaagac 660 
tggcgcaaaa taagaggaga ctgaatcttc aaagagattc tcaatattaa agaaaaagct 720 
taagcatgta aatacattca aatgatatct ttattgagca tatttagcat aatttgataa 780 
ttttcataag catattttaa attataaaaa tgaacatatt tttaaattaa tttagttatt 840 
cgaaccaaac tggcctatcg aaattggttt attcttaact acctttactt tatttgtcac 900 
tggatgtttg actcaaaagt ggtatttctc tattcccctt cttgtcttaa tgcaaatcat 960 
cagtggttgg attggtcact ctatgaacca caatcgtaac cctatattaa gaaaattcgc 1020 



I 



tttagtctac gctcctcttt gtggtggttt ctctaataaa tggtggggta ggaagcacaa 1080 
tcaagtaacc ataatattta atataaatat ataaagattt tttggttttg cgaggaaaaa 1 140 
agtcatattt tgatgcttta atagtacaaa caatatttga ttgttatgat taaattatta 1 200 
aagatcttaa tttagccttt tttaaaaatt tcaaataaat ttgaagataa tattattaaa 1260 
gtataataaa tgattaagcc aaaatctgta ccaaaaatct gtaaatacaa aatcaacttc 1320 
acacaaagat tacacatagc attttatttt ttataataaa ataaatgaaa atagtttttt 1380 
attttaagaa atgaaataac tttttttccc tatgattttc aattaataaa aagcattgct 1 440 
atacaaataa ttgaaaaaag ctaaatcttt tttctattaa aattaattac aaattgtaaa 1500 
agattaattt taccatttaa tttaagtacc gcaataagca aatctctatt ttttttaagc 1560 
aatgacgtca cggataaata ttatcatact attcctcaat aataaatcat ctttaaaata 1620 
atttaaaact aattaatata attctaataa aagcatcata tgttcacaaa caacattcta 1680 
aaggacgaag atatctaaca cgattacaaa ttgtggtaat tccccttctt atttttaaag 1 740 
tggaaattag actccatctt agcttcttat tatgaatttg aaggaatctt ccttgccttg 1 800 
cactgggtat tattattcaa ctaaaacttc tatatcgtaa ttctttctga attgattgct 1 860 
ggtttcttca gtgcttctat tcttgttgga aatcatgaaa atgaaatgaa attcgaaaga 1920 
agaatcactt taccattttt cgaacatcaa atagctgcaa gcagaaacta cgctttccac 1980 
gacatattct ctctacttat tatgggtggt atgtaatatt agactgaaca tcactttttc 2040 
ccataaattc ctttctacag attacccaaa gctcgtgtca taattgctga agaattaaag 2100 
aagtggaacc ttaagattca tgaaggacct atttttgaaa aatctcacct ttgaaaataa 2160 
ataaatttat tttaaatgca tattttatta gtaatactaa caattgtagg aaatgtgtta 2220 
tggtttgttt acttattact ttttaatctg agaaaacagt cttaacattt attcgatttt 2280 
atttaacatt actttttaaa aaacaatttt gcttactata aatttacata agtatagtaa 2340 
gaaactaagt tgatggtgtt attttttaat ttttctaatt aatttgtgaa taaacgatga 2400 
tttaatttat taatccagca aataggcata attatattac aaataccagc ccgggccgtc 2460 
gaccacgcgt gccctatagt gagtcgtatt ac 2492 

<210>4 
<211> 10 
<212> PRT 

<213> Tetrahymena thermophila 
<400> 4 

Trp Trp Lys Trp Asn His Asn Ala His His 
1 5 10 



I 



<210>5 
<211> 13 
<212> PRT 

<213> Tetrahymena thermophila 
<400> 5 

Gly Gly Leu Gin Phe Gin Me Glu His His Leu Phe Pro 
1 5 10 

<210> 6 
<211>20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of artificial sequenceiprimer 
<400> 6 

tggtggaart ggamncayaa 20 

<210> 7 
<211>20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of artificial sequence:primer 
<400>7 

cgdggraana ntgrtgttc 20 

<210>8 
<211>40 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 8 

gaccacgcgt atcgatgtcg actttttttt tttttttttv 

<210>9 
<211>28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 
<400> 9 

ggaatcacaa tcaacatcat atgttcac 

<210> 10 
<211>29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 
<400> 10 

cttcgtcctt tagaatgttg tttgtgaac 

<210> 11 
<211>29 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence:Primer 
<400>11 

agtaagcaaa ctaaatttaa aaaacaagc 

<210> 12 
<211>29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 
<400> 12 

agtaagcaaa ctaaatttaa aaaacaagc 

<210> 13 
<211>30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 
<400> 13 

ggtccttcat gaatcttaag gttccacttc 

<210> 14 
<211>27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 
<400> 14 

cttaagtctt atcaactccc ataatgc 

<210> 15 
<211>30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence.Primer 
<400> 15 

gaagtggaac cttaagattc atgaaggacc 

<210> 16 
<211>30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 
<400> 16 

gcattatgca tgttgataag acttaagaag 

<210> 17 
<211>35 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial SequencePrimer 
<400> 17 

tatggatcct caaaggtgag atttttcaaa aatag 

<210> 18 
<211>30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:Primer 

<400> 18 

aaaaataaaa aagtttgaaa aaaaaccttc 

<210> 19 
<211>22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 



<400> 19 

gtttagctga ccgattcagt tc 



22 



